In the title compound, C 17 H 15 ClN 2 O 3 , the 4H-pyran ring exhibits a shallow-boat conformation and the chlorobenzene ring occupies an axial position. The O-allyl side chain is disordered over two orientations in a 0.585 (14) 
In the title compound, C 17 H 15 ClN 2 O 3 , the 4H-pyran ring exhibits a shallow-boat conformation and the chlorobenzene ring occupies an axial position. The O-allyl side chain is disordered over two orientations in a 0.585 (14):0.415 (14) ratio. In the crystal, inversion dimers linked by pairs of weak N-HÁ Á ÁN hydrogen bonds generate R 2 2 (12) loops and N-HÁ Á ÁO hydrogen bonds link the dimers into [001] chains.
Structure description
Pyran derivatives possess various biological properties such as antimicrobial (Aytemir et al., 2003) and anti-mycobacterial (Kumar et al., 2007) activities. As part of our studies in this area, we now describe the synthesis and structure of the title compound (Fig. 1) .
The 4H-pyran ring exhibits a shallow boat conformation with puckering parameters Q = 0.2185 (3) Å , = 77.49 (7) and ' = 170.4 (8) : atoms O1 and C7 deviate by 0.108 (2) and 0.135 (2) Å , respectively, from the mean plane of the other atoms. The dihedral angle between the phenyl ring and the 4H-pyran ring (all atoms) is 82.43 (14) . In the crystal, inversion dimers linked by pairs of weak N2-H2AÁ Á ÁN1 hydrogen bonds generate R 2 2 (12) loops and N2-H2BÁ Á ÁO2 hydrogen bonds link the dimers into [001] chains (Table 1, Fig. 2 ).
data reports Synthesis and crystallization
A mixture of 4-chlorobenzaldehyde (1.0 mmol), malononitrile (1.0 mmol), allyl 3-oxobutanoate (1.0 mmol) and a few drops of piperidine was stirred magnetically in 30 ml of absolute ethanol at 80 C for 90 min. The progress of the reaction was monitored by TLC. After completion of the reaction, the reaction mixture was allowed to cool to room temperature and the solvent was evaporated. The solid thus appeared was collected and washed with cold water and recrystallized from ethanol solution to result in colourless blocks of the title compound (yield 84%). Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The atoms of the allyl group (C15 and C16 and attached H atoms) are disordered over two sets of sites in a 0.585 (14):0.415 (14) ratio. Computer programs: APEX2 and SAINT (Bruker, 2008) , SHELXS97 and SHELXL97 (Sheldrick, 2008) and ORTEP-3 for Windows (Farrugia, 2012) . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx; Ày; Àz À 1; (ii) x; y; z À 1.
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level.
data-1
IUCrData ( ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The hydrogen atoms bound to the C atoms are treated as riding atoms. The H atoms bonded to N were freely refined. 
